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This listing of claims will replace all prior versions and listings of claims in the application: 

Listing of Claims: 

1-24. (Canceled) 

25- (Cuirently amCTded) A method for identifying a miiltimer lhat binds to a 
target molecule, the method comprising, 

providing a library of polypeptides, the polypeptides comprising different LPL- 
recentot class A monomer domains, wherein the monomer domains feafve consist of 30-100 
amino adds; 

screening the library of polypeptides for affinity to a target molecule; 

identifying at least a first one polypeptide comprising a first T.DL-receptor dass A 
monomer domain that spcdfically binds to a target molecule; 

linking the first LDL-receptor dass A monomer domain to a pl*uraKty of d t ffcrcnt 
additional LDL^receotor class A monomer domains to form a library of different LDL-rsceptor 
c^s A multimers, the multimers comprising the first monomer domain and one of the plurality 
of different additional m onomer domains; 

screening the library of multimers for the ability to bind to the target molecule; 

and 

identifying a multimer that specifically binds to the target molecul e, wherein th e 
multimor oompris e s tfao first monomer domain ond - a second monomer domain. 

26. (Previously presented) The method of claim 25^ wherem the monomer 
domains comprise at least two disulfide bonds* 

27. (Previously presented) The method of claim 25, whercan flie monomer 
domains comprise six cysteiaes. 
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28. (Previously presented) The mcfliod of claim 25, wherein the identified 
multimer has an increased affiiiity for the target molecule compared to the afBnity of the first 
monomer domain alone for the target molecule. 

29. (Previously presented) The method of claim 25, wherein the target 
molecule is a protein. 

30- (Previously presented) The method of claim 25, wherein the libiaiy of 
polypeptides is encoded by a library of polynucleotides and the library of polynucleotides is 
expressed to produce the library of polypeptides. 

3 1 . (Currently amended) The method of claim 30, wherein the library of 
polypeptides comprise at least 100 different polypeptides, each of the 100 diflferent polypeptides 
comprising a different monomer domain consisting of feayiag between 30-1 00 amino adds. 

32. (Canceled) 

33 . (Previously presented) The method of claim 25, further comprising: 
linking the identified multimer to a plurality of different monomer domauis to 

form a library of trimers, each trimer comprising the fbst monomer domain and the second 
monomer domain of the identified multimer and one of the plurality of differrat monomer 
domains; 

screening the library of trimeis for the abihty to bind to ttie target molecule; and 
identifying a trimer that specifically binds to the target molecule. 

34. (Withdrawn) A library of multimers of domains, the library comprising a 
plurality of different multimers, wherein the multimers comprise two monomer domains, 
wherein a first monomer domain is the same between different mnWrners and a second monomer 
domain is different between different multimers, and wherein the monomer domains have 30- 
100 amino adds. 
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35. (Withdrawn) The library of claim 34, wherein the monomer domains 
comprise at least two disulfide bonds, 

36. (Withdrawn) The library of claim 34, wherein the monomer domains 
comprise six cysteines. 

37. (Withdrawn) The library of claim 34. wherein the library is created by the 
fim four steps of claim 25, 

38. (Withdrawn) Tbe library of claim 34, wherein the library comprises at 
least LOO different multhners. 

39. (Withdrawn) The library of claim 38, wherein each of the 1 00 different 
multimers comprise different LDL receptor A domain variants. 

40. (Wiflidrawn) The library of claim 3 4, wherein the dififerent multimers 
comprise three monomer domains, wherein two monomer domains are the same between 
multimers in the library and a third monomer domain is different between multimers. 

41 . (Withdrawn) A library of different polynucleotides encoding the plurality 
of different multimers of claim 34. 

42. (New) A method for ideating a multimer that binds to a target 
molecule, the method comprising, 

providing a library of polypeptides, the polypq)tides comprising C2 monomer 
domains, wherein the monomer domains consist of 30-100 amino acids; 

screening the hl^rary of polypeptides for affinity to a target molecule; 

identifying at least one polypeptide comprising a first C2 monomer domain that 
specifically binds to a target molecule; 
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linking the first C2 monomer doinain to a plurality of additional C2 monomer 
domains to form a library of C2 multimers, the miiltimera comprising the first monomer domain 
and one of the plurality of additional^monoraer domains; 

screening the library of multimeis for the ability to bind to the target molecule; 

and 

identifying a mi>ltimer that specifically binds to the target molecule. 

43 . (New) The method of claim 42» wherdn the monomer domains comprise 
at least two disulfide bonds. 

44. (New) The method of claim 42, wherein the monomer domains comprise 

six cysteines, 

45- (New) The method of claim 42, wherein the identified multimerhas an 
increased affinity for the target molecule compared to the afBnity of the first monomer domain 
alone for the target molecule. 

46. (New) lie method of claim 42, wherein the target molecnle is a protein. 

47. (New) The method of claim 42, wherein the library of polypeptides is 
CTCoded by a library of polynucleotides and the library of polynucleotides is expressed to 
produce the library of polypeptides. 

48. (New) The method of claim 47, wherein the library of polypeptides 
comprise at least 1 00 different polypeptides, each of the 100 dlfifereut polypeptides comprising a 
different monomer domain consisting of between 30-1 00 amino acids. 

49. (New) The mcsthod of claim 42, fiirlher comprising: 

Unking the identified multimer to a plurality of different monoma* domains to 
form a library of trimers, each trimer comprismg the first monomer domain and the second 
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monomer domain of the identified multimcr and one of the plurality of different monomer 
domains; 

screening the library of trimers for the ahility to bind to the target molecule; and 
identifying a trimer that specifically binds to the target molecule. 
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